Analysis of 17724 (399 aa) 

no HMM hits 7±k 1 
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Query: 17724 

Scores for sequence family classification {score includes all domains) : 
Model Description Score E-value N 



7tm 1 7 transmembrane receptor (rhodopsin family) 94,1 

Parsed for domains: 

Model Domain seq-f seq-t hmrn-f hmm-t score E-value 



7tm^l 1/1 125 374 .. 1 259 i) 94.1 6.1e-29 

Alignments of top-scoring domains: 

7t«_l: domain 1 of 1, from 125 to 374: score 94.1, E = 6.1e-29 

*->GNlLVilvilrt3cklrtptnifilNLAvADLLflltlppwalyylvg 
4+ +l+tp+++f++N ++ +L++ t +p +1+ 1+ 
17724 125 GNTIIIVMVIADTHLHTPMYFFLGNFSLLEILVTMTAVPRMLSDLLV 171 



gsedWt)fGsalClclvt«^ldwmiyaSillLtaISiDRylAIvhPlryrrr 
++++ +c ++ ++ + + +S 1 Lt +++DR++AI+hPlry ++ 
17724 172 --PHKVITFTGCMVQFYFHFSLGSTSFLILTDMAUJRFVAICHPLRYGTL 219 

rt sprrA3cwi 1 IvWvlall 1 slPpll f swvktveegng t Invnv tvC 1 i 
++ + ++ + +++W++ +1+ +P ++S ++ + +g+ +n+++C+ 
17724 220 MS-RAMCVQIAGAAWAAPFLAMVPT-VLSRAHLDYCHGGV--INHFFCEN 265 

dfpeestasvstwlrsyvllstlvgFllPllvilvcYtrllrtlr 

+ ++S+ 1+++ +1 1+1 +lv 1+ Y+ 1+ t+ + ++ 
17724 266 EPLI^LSCSDTRLLEFWDFIilALTFVLSSFLVTLISYGyiVTTVLripsa 315 

. . .kaaktllvwwFvlCWlPyfivllldtlc.lsiimsstCelervlp 
++ + a+ ++ +++ v+ + i+l++++ + s ++ 
17724 316 sscQKAFSTCGSHLTLVFIGYSSTIFLYVRPGKaHS VQ 353 

tallvtlwLayvNsclNPiIY<- * 
+ V+1+ +++ + INP+I 
17724 354 VRKWALVTSVLTPFLNPFIL 374 
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Analysis of 31945 (663 aa) 



fffl« 



STflT 



TK 
km 




2.1*2.l l.G«1.2 1.6 3.6**i.3 2.3"^.S 4.e"^4.1 5.<"e,7 2,^" 



p ( • I » I * ( ' I * I » I * I * I M ' M M I M * 1 * 1 M M M * ( • I • I * I M • I ' I • I ' ( M M ' M ! « I * I 
Jil 41 81 121 161 201 241 281 321 3G1 401 441 481 521 561 601 641 



FIG. 9 



r 



"T I 1 1 1 1 r— 

60 100 150 200 250 300 350 



A 
A 
B 
B 
T 
T 
C 

2.97"! 
0 

* IM llllWIMUMi III ■■mill Ml II I [If It I 

* BMr-t- BIl B llinm HI I BI I I l!IlliaiB 4a 

I Dl 1 1 BH IH B l-m-I — KH 

3.4 



n 

650 



— T 1 1 1 r- 

400 450 500 550 600 

■ IM JBUI i — a 

m i II 1 — HI 
4h- B iiBrii i in I II I II 




HffBHIf- 




■ Alpha, Regions - Gamier-Robson 
K Alpha. Regions - Chou-Fasman 
HBeta, Regions - Gamier-Robson 

■ Beta, Regions - Chou-Fasman 
0Tum. Regions - Gamier-Robson 
RTurn, Regions - Chou-Fasman 
01 Coil, Regions - Gamier-Robson 

SHydrophKictty Plot - Kyte-Doolittle 



■ Alpha, Amphipathic Regions - Eisenberg 
B Beta, Amphipathic Regions • Eisenberg 
13 Flexible Regions - Karplus-Schuiz 



G Antigenic Index - Jameson-Wolf 



E Surface Probability Plot - Emint 



160 ISO 200 250 300 350 400 450 500 550 600 650 



FIG, 10 



TO 



r 

r 

1 


3 
« 


• 


§ 


g 


e 






I 




S 


sill 


1 




2 


mi 


g 






aafi 


£ 






iifl 


1 














in 


3 




c 


Sill 


s 




S 




s 


5 






s 


E 


s 


i 1 








if 1 




s 


I 


III 






z 


Ml 








lip 




El 




III 




H 




111 






g 




i 


S 
















s 




lis 




1 




ihi 






H 


liM 




2 


e 


liZl 


? 


i 


s 


ltd 










1 








g 


s 




iiii 




1 


2 






c 




isil 




1 




lip 


E 






Ml 




s 












mi 


1 




£ 


III 


i 






ill 


s 


e 






s 






-11 


$ 






!ii 1 


I 






HI 




H 




In 




c 




III 




I 




— t-P 




6 




f 1 


i 


e 




1 

• r 


e 


s 


H 


•ill 


c 


5 




li 


; 








u 




tl 




£ 









Relative Expcesskm CrH2 24 RLD63 used as idb^^ 
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Analysis of 50288 (372 aa) 
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